Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; some non-H atoms missing; disorder in main residue; R factor = 0.047; wR factor = 0.137; data-to-parameter ratio = 11.8.
In the title compound, C 4 H 12 N + ÁC 9 H 7 O 4 À , two C atoms and the N atom of the cation lie on a mirror plane, while all the atoms of the anion are disordered about a mirror plane. In the crystal, N-HÁ Á ÁO hydrogen bonds link the components into chains along [010] . In the anion, the mean planes of the methoxycarbonyl and carboxylate groups form dihedral angles of 83.0 (2) and 83.2 (2) , respectively, with the aromatic ring.
Related literature
For the applications of phthalimides and N-substituted phthalimides, see: Lima et al. (2002) . For related structures, see: Li (2011); Liang (2011) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1997 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1997 ); cell refinement: SAINT (Bruker, 1997) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXTL.
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Comment
Phthalimides and N-substituted phthalimides are animportant class of compounds because of their interesting biological activities (Lima et al., 2002) . Tert-butylaminium 2-(methoxycarbonyl)benzoate is an intermediate in the preparation of N-substituted phthalimides. The crystal structures of propan-1-aminium 3,4,5,6-tetrabromo-2-(methoxycarbonyl)benzoate N,N-dimethylformamide monosolvate (Li, 2011) and butane-1,4-diaminium bis[3,4,5,6-tetrachloro-2-(methoxycarbonyl)benzoate] (Liang, 2011) have already been reported. In this paper, the structure of the title compound is reported. The asymmetric unit of the title compound, 2-methylpropan-2-aminium 2-(methoxycarbonyl)benzoate, (I), is shown in Fig. 1 . Atoms C11 and C11a of the cation lie symmetrically on a mirror plane (C10C12N1) while all the atoms of the anion are disordered over a mirror plane. In the crystal, N-H···O hydrogen bonds link the components into one-dimensional chains along [010] .
Experimental
A mixture of phthalic anhydride (1.52 g, 0.01 mol) and methanol (15 ml) was refluxed for 30 min. Then tert-butylamine (0.73 g, 0.01 mol) was added to the above solution and mixed for 30 min at room temperature. The solution was kept at room temperature for 5 d. Natural evaporation gave colourless single crystals of the title compound, suitable for X-ray analysis.
Refinement
H atoms bonded to C atoms were placed in calculated positions and refined in a riding-model approximation with C-H = 0.93-0.96 Å and with U iso (H) = 1.2U eq (C) or 1.5U eq (C methyl ). H atoms bonded to N were refined independently with isotropic displacement parameters.
Figures Fig. 1 . The asymmetric unit of (I), drawn with 30% probability ellipsoids. The disorder is not shown (symmetry code (a): x, -y+3/2, z).
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (ii) x, −y+1/2, z; (iii) −x+2, −y+1, −z+2; (iv) −x+2, y+1/2, −z+2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
